. Differential gene expression analysis between peak and decreasing parasitemia stages. Scatter plot of mean normalized gene expression levels (+ 0.1) in infected birds on a log 10 scale comparing peak parasitemia against the decreasing parasitemia stage. All genes in the transcriptome are shown as points (n = 18 618), with non-significant genes in black and significantly differentially expressed genes in red. Supplementary Figure S2 . Expression levels of the significant genes during peak and decreasing parasitemia. Scatter plot of mean normalized expression levels (+ 0.1) of all the significant genes during infection in inoculated birds (n = 1244) on a log 10 scale comparing peak parasitemia against decreasing parasitemia.
Supplementary Figure S3 . Density curves for all samples. Density of mean normalized gene expression levels (+ 0.1) for each sample on a log 10 scale. Uninfected samples are shown in green, infected samples during peak parasitemia in dark blue, and infected samples during decreasing parasitemia in light blue. 
